Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.007 Å; R factor = 0.054; wR factor = 0.163; data-to-parameter ratio = 11.8.
In the title compound, C 21 H 26 N 2 O 3 , the morpholine ring has a chair conformation and the dihedral angle between the two phenyl rings is 59.0 (3) . The crystal packing is stabilized by intermolecular O-HÁ Á ÁO hydrogen bonds, generating a ribbon structure along the a axis. An intramolecular N-HÁ Á ÁO contact is also present.
Related literature
For general background, see: Barbaro et al. (1992) ; Szymanski et al. (2006) ; Sheppard et al. (2004) ; Chen et al. (1996); Concelló n et al. (2003a,b) ; Martín et al. (2004) . For related structures, see: Romero et al. (2005a,b) . For ring conformation analysis, see: Cremer & Pople (1975 Table 1 Hydrogen-bond geometry (Å , ).
1.00 (7) 1.92 (7) 2.569 (5) 120 (5) O1-H1OÁ Á ÁO2 i 0.98 (8) 1.80 (8) 2.753 (4) 163 (7) Symmetry code: (i) x À 1; y; z.
Data collection: XSCANS (Siemens, 1994) ; cell refinement: XSCANS; data reduction: XSCANS; program(s) used to solve structure: SIR2004 (Burla et al., 2005) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) ; software used to prepare material for publication: WinGX (Farrugia, 1999) .
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Comment
The stereoselective synthesis of α-hydroxyamides (Barbaro et al., 1992; Szymanski et al., 2006) is an important area in asymmetric synthesis because these kinds of intermediates exhibit a great value as synthetic building block in the synthesis of pharmaceutical, agriculture and medicinal compounds (Sheppard et al., 2004; Chen et al., 1996) . Numerous methods have been development through the last 10 years. One of the most relevant methodologies is the opening reaction of epoxyamides (Concellón et al., 2003a,b; Martín et al., 2004) . In this way, we show herein the regiospecific ring opening reaction of epoxyamide derived from (S)-(-)-phenyl ethyl amine (Scheme 1). Related structures including (S)-(-)-phenyl ethyl amine with different substituents has been previously reported (Romero et al., 2005a,b) .
In the present paper, we report the structure of title compound, (I), which shows a single asymmetric unit with two aromatic rings. The morpholine ring shows an almost perfect chair conformation with a puckering parameters (Cremer & Pople, 1975 ) (O3-C2-C1-N2-C4-C3) Q = 0.572 (4) Å, θ 2 = 3.6° (4), φ 2 =343° (10), q 2 = 0.026 (4) Å and q 3 = 0.571 (4) Å. In the crystal structure, the molecules are linked by O-H···O hydrogen bonds (Table 1) , generating a ribbon structure along the a axis.
Experimental
The compound (I) was obtained by trans-diastereoisomeric mixture of epoxyamide in anhydrous EtOH. Then, 1.1 equivalents of morpholine were added. The reaction was stirred over night. Finally, the resultant amino alcohol mixture was separate by column chromatography (AcOEt: Petroleum Ether). The absolute configuration of (1'S, 2R, 3R)-(-)-2-hydroxy-3-morpholin-4-yl-3 -phenyl-N-(1'-phenyl-ethyl)-propionamide was established by the structure determination of a (S)-(-)-phenyl ethyl amine of known absolute configuration of starting material [C8 in compound (I)]. The H 1 NMR experiment shows only one disteromeric compound.
Refinement
H atoms bonded to N and O atoms and all optically relevant were located in a difference map and refined as riding on their parent atoms with U iso (H) = 1.2U eq for N and C-H and U iso (H) = 1.5U eq for O atoms. H atoms linked to C atoms were placed in geometrical idealized positions and refined as riding on their parent atoms, with C-H = 0.93-0.98 Å and with U iso (H) = 1.2U eq (C) or 1.5U eq (methyl C). In the absence of significant anomalous scattering effects, Friedel pairs were merged and the absolute configuration was assigned on the base of synthetic procedure. Fig. 1 . The molecular structure of the title compound, with atom labels and 50% probability displacement ellipsoids for non-H atoms. ( Refinement. Refinement of F 2 against all reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on all data will be even larger.
Figures
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 1.248 (4) C3-H3A 0.9700 N1-C7 1.333 (5) C3-H3B 0.9700 N1-C8 1.443 (5) C1-C2 1.494 (7) N1-H1N 1.00 (7) C1-H1A 0.9700 C10-C11 1.380 (5) C1-H1B 0.9700 C10-C15 1.382 (6) C2-H2A 0.9700 C10-C5 1.514 (5) C2-H2B 0.9700 C7-C6 1.517 (5) C13-C12 1.363 (7) O3-C2 1.416 (5) C13-C14 1.370 (6) O3-C3 1.426 (5) C13-H13 0.9300 C5-C6 1.542 (5) C14-H14 0.9300 C5-H5 0.99 (7) C21-C20 1.376 (8) C6-H6 1.02 (6) C21-H21 0.9300 C4-C3 1.516 (6) C9-H9A 0.9600 C4-H4A 0.9700 C9-H9B 0.9600 C4-H4B 0.9700 C9-H9C 0.9600 C8-C16 1.523 (6) C12-H12 0.9300 C8-C9 1.528 (6) C18-C19 1.376 (9) C8-H8 1.08 (7) C18-H18 0.9300 C15-C14 1.393 (5) C19-C20 1.365 (9) C15-H15 0.9300 C19-H19 0.9300 C16-C17 1.373 (6) C20-H20 0.9300 C6-O1-H1O 116 (4) C16-C17-H17 119.5
Hydrogen-bond geometry (Å, °) D-H···A D-H H···A D···A D-H···A N1-H1N···O1 1.00 (7) 1.92 (7) 2.569 (5) 120 (5) O1-H1O···O2 i 0.98 (8) 1.80 (8) 2.753 (4) 163 (7) Symmetry codes: (i) x−1, y, z.
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